install.packages(‘HSAUR”)

library(“HSAUR”)
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data(“weightgain”, package = “HSAUR”)
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tapply(weightgain$weightgain, list(weightgain$source, weightgain$type), mean)

tapply(weightgain$weightgain, list(weightgain$source, weightgain$type), sd)
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plot.design(weightgain)
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wg_aov <- aov(weightgain ~ source * type, data = weightgain)
SLIDE 11

summary(wg_aov)
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Coef(wg_aov)
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options(“contrasts”)

coef(aov(weightgain ~ source + type + source:type, data = weightgain, contrasts = list(source = contr.sum)))
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interaction.plot(weightgain$type, weightgain$source, weightgain$weightgain)
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plot.design(foster)

data(“foster”, package = “HSAUR”)

summary(aov(weight ~ litgen * motgen, data = foster))
summary(aov(weight ~ motgen * litgen, data = foster))
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> foster_aov <- aov(weight ~ litgen * motgen, data = foster)

> foster_hsd <- TukeyHSD(foster_aov, "motgen")

Plot(foster_hsd)
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data(“skulls”,  package = “HSAUR”)

> means <- aggregate(skulls[, c("mb", "bh", "bl", "nh")], list(epoch = skulls$epoch), mean)

> means

Slide 17

> pairs(means[, -1], panel = function(x, y) { text(x, y, abbreviate(levels(skulls$epoch)))})
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> skulls_manova <- manova(cbind(mb, bh, bl, nh) ~ epoch, data = skulls)
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> summary(skulls_manova, test = "Pillai")
> summary(skulls_manova, test = "Wilks")
> summary(skulls_manova, test = "Hotelling-Lawley")
> summary(skulls_manova, test = "Roy")
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> summary.aov(manova(cbind(mb, bh, bl, nh) ~ epoch, data = skulls))
Summary(manova(cbind(mb, bh, bl, nh) ~ epoch, data = skulls, subset = epoch %in% c(“c4000BC”, “c3300BC”)))
Summary(manova(cbind(mb, bh, bl, nh) ~ epoch, data = skulls, subset = epoch %in% c(“c4000BC”, “c1850BC”)))

Summary(manova(cbind(mb, bh, bl, nh) ~ epoch, data = skulls, subset = epoch %in% c(“c4000BC”, “c200BC”)))

Summary(manova(cbind(mb, bh, bl, nh) ~ epoch, data = skulls, subset = epoch %in% c(“c4000BC”, “cAD150”)))
